Table S3-1: Forward (Fw) and reverse (Rev) primers used to determine gene expression levels via quantitative real-time PCR. 
The Alfalfa Gene Index and Expression Atlas Database was used to obtain the coding sequences for the genes of interest which are given as contig numbers.
	Gene
	Contig ID 
	Sequence (5´-3´) 
	Amplicon length (bp)
	Efficiency (%)

	Polyamine synthesis

	arginine decarboxylase
	46745
	Fwd: GCTTGAATCTCTTCACGCC
Rev: TCCTCCACAACAAACCTATCC
	114
	109

	diamine oxidase
	14769
	Fwd: CTGGTGGTCAGAATGATTGC
Rev: ACCCCAACTTTTATGCTGC
	89
	102

	glutamate decarboxylase
	103359
	Fwd: ATGGATGAATACCCCGTCAC
Rev: AACAGTGCCAACACCAACTG
	114
	107

	SAM decarboxylase
	9152
	Fwd: CAAGCAAGTCGTTTGAGCAG
Rev: ACAGAACCACCCATTCCAAG
	94
	101

	spermidine synthase
	5341
	Fwd: ACCGACATTCACACCAGAC
Rev: TCTCCTTCTCCAAACCATTCC
	137
	107

	spermine synthase
	92526
	Fwd: TCTTTTATGTCATCCAAACCCC
Rev: AATCCACCACCTCCTTGTC
	134
	108

	Flavonoide synthesis

	chalcone isomerase
	60809
	Fwd: CAAGGCAGTTTCATCAGCAG
Rev: AAGCACCCTCGTTCAACAAC
	113 
	108

	chalcone reductase
	59796
		
	Fwd: TCCTGCTCTTCAAAAATCTCTC

	
	Rev: TCCCAAACACCTTTCACATC



	150 
	108

	chalcone synthase
	99463
	Fwd: ACCTTCATTGGATGCTAGGC
Rev: GTGGTGCAAACGATCAAGTG
	132 
	108

	isoflavone synthase
	10252
	Fwd: TGCTATGGTTCCCTTTGGAC
Rev: GATTTCTCGGCTCCTCAATG
	112 
	102

	Glutathione synthesis and redox cycle

	homoglutathione synthetase
	Cui et al. 2012
	Fwd: GGCACCAAAAAGATTCAACA
Rev: AACTCCACAACCCTGCAAAG
	
	122

	γ-glutamylcysteine synthetase
	Cui et al. 2012
	Fwd: CATGGAAAGTGGGAGCAATC
Rev: AGCAAGAAGCCGAATACACC
	
	102

	glutathione reductase 1
	Cui et al. 2012
	Fwd: AGGACGGTGAACCTGATTTG
Rev: GAATCTAGCAGCACGAACAC
	
	99

	glutathione reductase 2
	Cui et al. 2012
	Fwd: TTCCGTTCTCCACAATCTCAT
Rev: TTCACTGTCATATCTCCATCCAA
	
	90

	monodehydroascorbate reductase
	Cui et al. 2012
	Fwd: TCAAAGGGCAGGTTGAAGAG
Rev: AAGGGAACGTAGCAACATCG
	
	102

	glutathione synthetase 2
	10444
	Fwd: AACGATGGCAGAAGTTGACC
Rev: AGCCAGCCCTGAAGTAAATG
	
	102

	Reference genes

	cyclophilin
	Guerriero et al., 2014
	Fwd: CAAACTTTCCTGACGAGTCACC
Rev: ACGGTCAGCAATTGCCATTG
	
	104

	eIF4A
	Guerriero et al., 2014
	Fwd: TGCTAAGTTGCCTGAAACCG
Rev: TGCCCATGTTTTCACCTTGC
	
	96
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