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Abstract: The fluorescent molecule diphenylhexatriene (DPH) has been often used in combination
with fluorescence anisotropy measurements, yet little is known regarding the non-linear optical
properties. In the current work, we focus on them and extend the application to fluorescence,
while paying attention to the conformational versatility of DPH when it is embedded in different
membrane phases. Extensive hybrid quantum mechanics/molecular mechanics calculations were
performed to investigate the influence of the phase- and temperature-dependent lipid environment
on the probe. Already, the transition dipole moments and one-photon absorption spectra obtained
in the liquid ordered mixture of sphingomyelin (SM)-cholesterol (Chol) (2:1) differ largely from
the ones calculated in the liquid disordered DOPC and solid gel DPPC membranes. Throughout
the work, the molecular conformation in SM:Chol is found to differ from the other environments.
The two-photon absorption spectra and the ones obtained by hyper-Rayleigh scattering depend
strongly on the environment. Finally, a stringent comparison of the fluorescence anisotropy decay
and the fluorescence lifetime confirm the use of DPH to gain information upon the surrounding lipids
and lipid phases. DPH might thus open the possibility to detect and analyze different biological
environments based on its absorption and emission properties.

Keywords: conformationally versatile molecules; QM/MM; absorption; photoselection; fluorescence
decay; fluorescence anisotropy; hyper-Rayleigh scattering; two-photon absorption

1. Introduction

Lipid membranes are known to be complex systems which exhibit a plurality of vital functions,
as they both protect the cell from outer environments and play an active role in the transport of ions,
nutrients or even drugs within the cell. In addition, they also provide sub compartmentalization
and molecular organization of critical cellular processes. Structurally, lipids can form planar lipid
bilayers, while other arrangements such as monolayers or hexagonal structures can be found in
organisms present, for example, in mammalian eyes and lungs or in fusing vesicles, respectively [1–4].
Yet, in cellular membranes of both prokaryotic and eukaryotic cells, lipid bilayer structures are
dominantly present.

To maintain their biological functions, membranes need to possess a high degree of fluidity.
This parameter is directly related to the temperature and the composition of the membrane itself,
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and can vary depending on the nature of the fatty acid molecules composing the membrane but
also on the presence of different components, such as sphingomyelin and cholesterol. It has been
indicated in the literature that there is a direct connection between the fluidity of the membrane and the
rising of different illnesses [5–9]. In particular, increased levels of cholesterol decrease the membrane
fluidity and alter the spatial organization of membrane nano- and micro-domains and nourish the
hypothesis around the existence of so-called lipid rafts [10,11]. The presence of different domains in
membranes manifests itself through their changing softness, and is a direct result of varying degrees of
fluidity; this heterogeneity may be of interest in the dissemination of metastatic tumors [12]. In fact,
fluidity indicates how molecules move within the membrane, as well as the rate of this movement,
and is inversely related to the microviscosity. Thus, knowing the characteristics of membrane fluidity
is paramount to the understanding of complex mechanisms which are regulated by the membrane
properties [13].

It has been suggested in the literature that there is a direct link between membrane fluidity and
the presence of pathologies, including chronic inflammatory conditions, carcinogenesis, cardiovascular
diseases, and even aging. Changes in membrane fluidity of tumor cells affect antigens and
receptors [6,14] and cell motility [15], as well as the capacity of deforming potential cancer cells [16].
Cancer cells lead to the alteration of many biochemical processes, including the lipid metabolism. Thus,
differentiating between the nature of malignant and non-malignant cells is an urgent, yet not easy
task. The composition of lipids in membranes is strongly dependent on the type of cancer, leading to
a strong variability [17,18]. Moreover, in the progression of the tumor, cancer cells present specific
alteration of lipid synthesis, leading to a different lipid composition of the same tumor depending on
its stage. It is thus of high importance to be able to detect changes in membrane fluidity in order to
assess the healthiness of cells.

In recent years, different experimental techniques have been used for this purpose, and among
them, fluorescence techniques and other imaging spectroscopy techniques have been demonstrated
to be able to determine that both microscopic and nanoscopic membrane domains contribute to the
function of living organisms, and have assessed the different fluidity of these domains [1,19–26].
However, the details of nanoscopic membrane organization in cells remain elusive and strongly
understudied. An alternative approach is therefore needed to investigate the mechanisms regulating
the nanoscopic organization of lipid membranes. One option is to use model lipid membranes, such as
multi- or unilamellar vesicles and supported planar bilayers, to study membrane organization in vitro.
A second option is to rely on computation for modelling and predict the properties of lipid bilayers.

Computation has become more and more reliable and able to unravel the properties of complex
environments [27], thanks to a multiscale approach, which allows to study large portions of model
membranes with classical molecular dynamics (MD) simulations. Afterwards, the focus can be put on a
smaller part of the system to study optical properties by means of hybrid quantum mechanics/molecular
mechanics (QM/MM) methods. In this way, many different properties such as linear and non-linear
optical properties, fluorescence and photoselection of an optical probe immersed into the membrane
can be assessed [28–34]. The ability of the probe to give different optical responses depending on the
environment it is embedded in allows to determine the phase of the membrane itself, which, in turn,
is strongly related to its fluidity.

In this paper, we study the optical properties of a well-known probe, diphenylhexatriene (DPH),
embedded in different membrane phases, by means of a well-established QM/MM approach [29–33].
Model membranes have been considered, consisting of dioleoylphosphatidylcholine (DOPC),
dipalmitoylphosphatidylcholine (DPPC) and a 2:1 mixture of stearoyl sphingomyelin (SM) and
cholesterol (Chol) for the liquid-disordered (Ld), solid-ordered (So) and liquid-ordered (Lo) phases,
respectively. We show that by combining different optical analyses, it is possible to screen between the
different membrane phases using the same DPH probe.
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2. Results and Discussion

2.1. QM and MD Dihedral Analyses

To get information about the ground state properties of the molecule and the conformational
versatility of the DPH probe, the rotation barriers in vacuum were calculated. In Figure 1, the energetical
differences between the rotation over the dihedral angles dh1 and dh3 are depicted, while the other
dihedral angles are considered in the trans conformation. It can be noted that we only consider the
rotation over the single bonds, since the double bond rotations are energetically forbidden with barriers
reaching 70 kcal/mol (within the framework of the methodology used, see Figure A1 in Appendix A).
The energy differences between the maxima of dh1 and dh3 and the global minimum of the all trans
conformation amount to 5.9 kcal/mol and 10.2 kcal/mol, respectively (Figure 1). Thus, the flexibility
of DPH will be strongly characterized by the rotation of the phenyl groups. A benchmark of these
values has been made, too: as B3LYP tends to favor planar structures which generally results in too
high barriers and large dihedral angles (due to the underestimation of dispersion forces [35,36]) and
on the contrary, since MP2 results into too compact compounds with decreased inertia moments [37],
we reverted to SOS-MP2 for the energetics of the dihedral angles and obtained values of 3.3 kcal/mol
and 7.8 kcal/mol for dh1 and dh3, respectively, confirming the trend from the DFT results (Figure A1).
Both B3LYP and SOS-MP2 report an energy difference of 4 kcal/mol between the cis and the more
stable trans conformation for dh3.
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Although the ambient temperatures applied to the lipid membranes are not sufficient to 
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Figure 1. (a) Dihedral angle energy barriers for dh1 (1-2-3-4) and dh3 (3-4-5-6) of DPH (diphenylhexatriene).
All values have been obtained in vacuum, at the B3LYP/cc-pVDZ level of theory. The inset shows the ttt
isomer of DPH; the numbers refer to the atoms used for the dihedral analysis; (b) Values of the 7 dihedral
angles of DPH observed in all 40 snapshots selected over the trajectories for SM/Chol (Lo). dh7 is defined
with respect to the opposite side of the phenyl ring compared to dh1.

The high rotation barriers over the double bonds lead to the presence of eight different conformers,
of which only six are energetically different based on the methods used in the current study [38].
According to Boltzmann statistics at ambient temperatures, the ttt conformer is the most abundant one
(94%), while the remaining part is mainly due to the tct conformer (see discussion in Appendix A). In this
work, we focus on the most abundant all trans conformer and investigate whether the conformational
versatility due to the rotations over the single bonds can be used to study the phase of the surrounding
lipid bilayer by means of (non) linear optical spectroscopies and fluorescence.

Although the ambient temperatures applied to the lipid membranes are not sufficient to overcome
these barriers, the steric hindrance and electrostatic influence of the environment might influence
the conformation of DPH in the three phases. Therefore, from the 500-ns-long classical molecular
dynamics (MD) simulations performed in our earlier study [39], 40 frames were extracted in the last
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200 ns for each membrane phase. For each snapshot the seven dihedral angles were analyzed. In line
with the discussion above, dh1 and dh7 involve the dihedral angle of both phenyl rings over the first
single bond. Yet, dh7 is defined with respect to the opposite carbon atom of the phenyl group. As a
consequence, in both DOPC (Ld) and DPPC (So) dh1 is solely found in a trans conformation, while dh7
is consistently found in a cis conformation (Figure A5), and the all trans conformation of DPH is
preserved during the MD simulation. For SM/Chol (Lo) however, dh7, dh5 and to a lesser extent
dh3 in the middle of the chain do change their value tremendously as time propagates (Figure 1b).
As a result, these changes influence the magnitude and orientation of the transition dipole moment of
DPH with respect to the z-axis. This means the photoselection of the membrane probe will be heavily
affected by the conformation. Since the different orientations will result in different influences of the
anisotropic environment, these conformational changes may be visible in the optical spectroscopies as
well. From the thorough investigation of the position of the probe in the three membranes performed
in our previous study [39], we know that the center of mass of the probe increases the distances from
the membrane center going from DPPC (So) over DOPC (Ld) to SM/Chol (Lo). Furthermore, in view
of the rather vertical orientation of the probe in the respective membranes, it is clear that one of the
two phenyl rings is closer to the polar groups and the water phase while the other one is buried into
the aliphatic phase. For SM/Chol, this proximity to the membrane surface is enough to force changes
in the outermost dihedral angles, while gradually those dihedral angles along the backbone of DPH
closer to the membrane center stay indifferent to the membrane specificities. In contrast to DOPC and
DPPC with the observed rather rigid molecular configurations, DPH is flexible in SM/Chol and comes
in close contact with polarized groups.

2.2. One Photon Absorption

The above selected snapshots were used in the QM/MM approach and calculations of the
optical properties were performed. The one photon absorption (OPA) spectra of DPH in the different
membranes is reported in Figure 2.
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Figure 2. (a) One photon absorption spectra of DPH in the three different membranes; (b) Correlation
between absorption wavelength and orientation of the transition dipole moment (tdm) of the extracted
snapshots of DPH in the different membranes.

The lowest lying excited state S1 is the only active one for the absorption, with a strong oscillator
strength value, while S2 and S3 are virtually dark states. In all different membranes the S1 absorption
of DPH relates to a transition from the HOMO to the LUMO orbital (see Figure A6) at wavelengths
of 336 nm, 346 nm and 337 nm for DOPC, DPPC and SM/Chol, respectively. In addition, the lambda
overlap parameter of Peach et al. [40] confirms that in all membranes this transition has a local character
(Table A2). The absorption spectra in DOPC and DPPC are similar with a slight red shift of 10 nm for the
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latter. From a previous analysis of the DOPC and DPPC membranes, we know that water molecules can
be found up to 1.3 nm and 0.9 nm from the membrane center [41], respectively, which might corroborate
this red shift. Rather big differences are observed when the probe is immersed in the SM/Chol mixture.
In this last membrane, the absorption is much broader than in DOPC and DPPC, but still related
to the S1 state. The analysis of the orientation of the transition dipole moment (tdm) of DPH in
the extracted frames explains the behavior obtained. In DPPC a single orientation of 36◦ is found,
which can explain the single peaked spectrum obtained. In DOPC two different tdm distributions are
present, with orientations in the 20–60◦ window and at higher values in between 120 and 160◦. In light
of the symmetry of DPH, these two minima denote the same orientation. Since the tdm orientation is
considered as the angle between the tdm vector and the normal to the membrane, these two minima are
also a manifestation of the so-called flip-flops which has been reported previously for DOPC [39]. As a
consequence, both distributions fall in the same wavelength zone, thus explaining the single peaked
spectrum obtained. A different situation arises when the probe is immersed in SM/Chol. Now, the tdm
orientation has a value of 160◦ on average (with a second, smaller population around 90◦) but is spread
over a vast variety of wavelengths. This relates to the conformational changes which are amply present
when the probe is embedded in this lipid bilayer as discussed above. The second population of DPH
molecules embedded in SM/Chol (8 frames out of 40) has a transition dipole moment which is oriented
perpendicular to the z-axis of the membrane. The differences in localization of the probe in the different
membranes are here important, too, with a position much closer to the membrane surface when DPH
is immersed in the SM/Chol mixture [39]. Using the analysis in [41], we find that the density around
the probe is higher in the case of SM/Chol (~950 kg/m3) than for DPPC (~850 kg/m3), which results
in a higher influence of the environment on the optical spectra through steric hindrances and close
interactions with polar groups. Thus, the different depths of the probe, and the relative orientation of
DPH to the membrane normal, lead to strong differences in OPA for the Lo phase.

When an impinging light beam with field vector parallel to the z-axis of the lipid bilayer is
considered, the efficiency of the photoselection diminishes as the angle of the transition dipole moment
with the z-axis increases. Consequences of this can be seen in the spread of the orientation of the
tdm displayed in Figure 2, suggesting that DPH can screen between the three phases presented here,
leading to a strong difference in absorption spectral shape when embedded in the Lo phase.

2.3. Non-Linear Optical Properties

Different non-linear optical (NLO) properties are presented to assess the ability of DPH to screen
between the different membrane phases. In particular, we focus on two photon absorption (TPA) and
hyper-Rayleigh scattering (HRS), which are promising experimental spectroscopies for biomedical
applications. As such the outcome of these spectroscopies is largely determined by the excited state
and transition state dipole moments between excited states.

2.3.1. Two Photon Absorption

TPA is the method of choice when considering the use of probes in living organisms, since it
requires laser beams at red or infrared light frequency, causing less damage to the surrounding tissues
and cells. Moreover, it has a higher penetration depth with respect to OPA and it enables 3D imaging.
From our computations we observe a TPA in the infrared part of the spectrum, with the S1 state lying
at 687, 693 and 665 nm when DPH is in DOPC, DPPC and SM/Chol, respectively. On the other hand,
a similar absorption is found for both S2 and S3, in the 620–630 nm range, but the intensities are
strongly dependent on the membrane phase (Figure 3).
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When the cross section is analyzed for S1, differences arise depending on the nature of the
membrane; in particular, for this excited state DPPC is the active phase, with a value of 60 GM followed
by SM/Chol (50 GM), while in DOPC the S1 state is dark (low value of 9 GM). On the other hand,
DOPC shows the dominant contribution when S2 is considered, with cross section values up to 130 GM,
while a similar value of 50 GM is found in both DPPC and SM/Chol. Remarkably, while there is a pretty
large variety of cross section values in the DOPC membrane depending on the excited state considered,
similar values for all three excited states are observed for DPPC and SM/Chol. The standard deviations
for the displayed TPA values are given in Table A3. It can be remarked that they do not exceed 30% for
all three states in the different probes. Attention can be paid to the 8 frames in the SM/Chol case with
the DPH transition dipole moment perpendicular to the z-axis (frame numbers 5–12 in the depictions
of the TPA cross sections in Figure 3). For the S1, a first plateau of cross section values of around
20 GM is obtained, which then increases for the remaining frames which are now oriented parallel to
the membrane tails. For the S3, however, the cross section values of this second population are vastly
higher than for the other ones. It can be remarked that these calculations have been performed in the
absence of an explicit membrane potential. Since cholesterol is known to influence or rather enforce
it [42,43], we foresee that the TPA cross section values might be affected, and the differences for the
SM/Chol membrane with respect to DOPC and DPPC might increase, too.
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2.3.2. Hyper-Rayleigh Scattering

The hyper-Rayleigh scattering (HRS) analysis allows us to investigate molecules which do not
have a ground state dipole moment. In contrast to the coherent electric field induced second harmonic
generation (EFISHG) technique, which also bears the first hyperpolarizability β, no external electric
field has to be applied. Since HRS can be applied to ionic and octopolar molecules and can be
combined with electrochemistry to probe structural changes by oxidation and reduction, this technique
is nowadays one of the most used. It can be remarked that the DPH probe loses its centrosymmetry
when embedded in a biological environment. We focus here both on the static and the dynamic
hyperpolarizabilities. In the former, the frequency of the impinging field is theoretically set to 0 to assess
the intrinsic contribution of the probe. For the latter, an impinging signal of 810 nm has been considered,
which allows for a high light transmission in case of fluorescence probes [44,45], collagen [46], cellulose
and plant polysaccharides [47], and second harmonic generating nanoparticles [48] and is therefore
nowadays commonly used in experimental set ups. The wavelength chosen here can be found in the
middle of the so-called therapeutic window (690–1040 nm), avoiding absorption by water which may
otherwise cause unwanted heating effects [49].

The analysis is reported in Figure 4a. As already observed for TPA, DPPC is also the active
phase for HRS, with values up to 18 × 10−30 esu while similar values of 7 and 5 × 10−30 esu were
obtained in SM/Chol and DOPC, respectively. For a discussion on the standard deviations of these
values, we refer to Appendix C and Table A4. Incorporating an impinging near infrared laser beam
(Figure 4b), the intensities are ten times enhanced but the relative trend among the different lipid
bilayers does not change. Thus, the current work enforces the ample studies performed in the static
regime; incorporation of a well-tuned light beam might be opportune to mimic specific experimental
conditions [50] or particular complex probes [34], but in the context of the current studies it does not
incorporate new physics. It can therefore be stated that the static hyperpolarizabilities have a profound
universal character.
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As a conclusion on the analysis of the non-linear optical properties, both TPA (S1) and HRS analyses
confirm that DPH is a good probe for the So phase recognition. To discriminate the Ld membrane phase
from the Lo and So ones, the TPA cross section of the S2 excited state of DPH can be used.

2.4. Fluorescence Properties

Fluorescence spectroscopies are nowadays one of the techniques of choice for the analysis of
the behavior of probes in different membrane phases, due to the different responses related to the
anisotropy decay [51–57]. We focus on the decay time and the fluorescence anisotropy decay as model
analyses which can be obtained by computations [29–31,33,34]. The decay time analysis, which can be
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closely related to the fluorescence lifetime imaging (FLIM) technique, allows screening between the
membrane phase and gives indication on the phase itself.

Figure 5a reports the fluorescence lifetime of the extracted frames of DPH in the different
membranes, calculated by means of Einstein’s coefficient for spontaneous emission, Equation (3).
The averaged decay curves for DPH embedded in DOPC and SM/Chol report a lifetime of ~0.87 ns,
while the one for DPPC is slightly shorter (~0.69 ns). Once more, this analysis confirms the ability of
DPH to recognize the solid gel phase among the three proposed here.
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To move a step further, we consider the fluorescence anisotropy analysis, which is directly related
to the ease of rotation of the probe in the anisotropic membrane environment. In fact, the more the
rotation is hindered, the stronger the anisotropy is maintained, and its decay suppressed. In lipid
membranes where the rotation is allowed, the opposite is however true. As shown in Figure 5b,
very different anisotropy decays are obtained depending on the phase of the membrane in which DPH
is embedded. In particular, a negligible decay (to 0.38) is found in DPPC, as expected due to the strong
hindrance in rotation. On the other hand, the fluorescence anisotropy decays rather profoundly for
the DOPC membrane; from frame 20 on, a limiting value of 0.22 is obtained. A different behavior
is obtained when DPH is embedded in the SM/Chol mixture; for the first few configurations the
anisotropy decays steeply due to the half flip of the DPH molecule and the perpendicular position of
the probe with respect to the z-axis of the membrane. From frame 13 on, the anisotropy raises again
as the DPH probe returns to its orientation rather parallel to the z-axis, reaching a final value of 0.3,
in between the other two phases.

To rationalize these results, we performed an additional analysis considering the relation between
the decay time and the localization of DPH in the different membranes (Figure 6). Once more, differences
are present when considering DOPC and DPPC versus SM/Chol. In particular, for both Ld and So
phases the analysis shows a large spread in the location of the probe, going from 1.1–1.6 nm window
in DPPC to 1.3–2.1 nm range in DOPC, while the spread in fluorescence decay time is very limited.
The opposite is observed in the SM/Chol mixture; now the depth of the probe has a very small spread
over the average value of 1.1 nm, but the decay time presents a large spread in value, from 0.7 up to
1.2 ns. Thus, if we recall the above analysis of the decay times, we can now assert that in DOPC and
SM/Chol the decay time is similar but for opposite reasons.
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3. Materials and Methods

To get insight into the conformational changes of the DPH molecule, the different conformers were
optimized both at the B3LYP and the Scaled Opposite Spin Møller Plesset (SOS-MP2) level of theory
along with Dunning’s cc-pVDZ basis set [58] and the Q-Chem package of programs [59]. The reference
dihedral angle was changed in steps of 30◦.

From the 500–700 ns long molecular dynamics (MD) calculations performed in our previous
study on the orientational distribution of DPH in lipid membranes [39], 40 snapshots were randomly
selected out of the NPT production runs for DOPC, DPPC and a 2:1 mixture of sphingomyelin and
cholesterol (SM/Chol). Since for these three membranes the temperature was maintained at 298K,
three different lipid phases were obtained: liquid disordered phase (Ld) for DOPC, solid gel (So) for
DPPC and liquid ordered (Lo) for SM/Chol. For all three membranes, a cutoff of 2 nm has been applied
around the membrane molecules surrounding the probe. The long axis of the cylinder was oriented
parallel to the normal to the membrane. A semi-spherical cutoff of 1.5 nm was used for the water layer
in close proximity to the membrane. Since the properties of the simulated membrane phases have been
described and validated in our previous studies, using the same computational methodology [39,41,60],
we restrict ourselves here to a concise overview. For each phase, one fluorophore has been inserted into
a membrane of 64 lipids per leaflet surrounded by 4500 water molecules described by the extended
single point charge (SPC/E) model. To the bulk water, Na+ and Cl- ions were added to a 0.9%
physiological concentration.

In the electrostatic hybrid quantum mechanics/molecular mechanics (QM/MM) approach,
the obtained systems are split into two parts: the DPH probe itself whose linear and non-linear
optical properties were calculated by means of time-dependent density functional theory (TDDFT),
the CAM-B3LYP long range corrected functional [61] and the cc-pVDZ basis set, and the membrane
lipids, ions and solvent molecules which have been described using the Gromos 43a1-s3 force field
charges [62–64]. Hydrogen atoms were added by adjusting the pH level [65,66]. TDDFT calculations
were performed using the Dalton2016 program [67,68]. The combination of the functional and basis set
used in the current study has been benchmarked against other density functionals and post-Hartree
Fock methods in our previous studies [29–32].

We focus here on one-photon absorption (OPA), two-photon absorption (TPA), hyper-Rayleigh
scattering (HRS) as well as fluorescence spectroscopies. For OPA, an excited state e with energy ω and
transition dipole moment µeg from the ground state is characterized by an oscillator strength [69]

f =
2
3
ωµ2

eg (1)



Molecules 2020, 25, 4264 10 of 20

The TPA cross section in Göppert-Mayer units (GM) is obtained by

σ(ω)GM =
8π2α2a4

0t0

Γ
δ(ω)

(
ω
2

)2
(2)

with α the fine structure constant, a0 the Bohr radius, t0 the atomic unit for time, Γ the Lorentzian
broadening of 0.1 eV, ω the OPA excitation energy and δ the TPA strength in au [70].

The HRS signal is measured by unpolarized optical excitation and can be calculated as〈
βHRS

〉
=

√〈
β2

ZZZ

〉
+

〈
β2

XZZ

〉
. The capital letters denote lab frame coordinates, while brackets

represent the orientational distribution average of the molecule in the environment. In the frame of the
molecular coordinates, these averages can be expressed as a combination of βijk tensor components.
The equations are fully discussed in references [31] and [71].

The radiative lifetime t0 can be calculated making use of the rate Γ0 for spontaneous emission as
τ0= 1/Γ0 and

Γ0 =
4
3

∣∣∣µeg
∣∣∣2

4πε0}

(ωeg

c

)3
(3)

where µeg and ωeg are respectively the transition dipole moment and the transition frequency for the
first one-photon allowed excited state e of the probe relative to the ground state g; ε0 denotes the
permittivity of vacuum, } the reduced Planck constant and c the light speed constant [72]. In a solvent or
biological environment, the change of the dielectric properties has to be taken into account. Therefore,
the energy of the emitted photon is renormalized through ε0 → εrε0 and c→ c/n substitutions,
with εr the relative permittivity and n the refractive index of the medium (n =

√
εr). The spontaneous

emission rate can then be rewritten as Γr → nΓ0 . The different refractive indices of the membranes
considered in the current study amount to 1.378 for DOPC [73], 1.789 for DPPC (So) [74], and 1.555 for
the 2:1 SM/Chol mixture [75]. For DPH the absorption and emission transition dipole moments for the
first excited state are parallel to each other; the deviation with respect to the long axis of the molecule
has been found to be less than 6.4◦, confirming the nature of an effective cylindrically symmetric
probe [76,77].

Based on the simulated emission intensities with parallel (I//) and perpendicular (I⊥) polarizations,
the fluorescence anisotropy of DPH can be computed as [78]:

r =
I// − I⊥

I// + 2I⊥
(4)

Since this ratio depends on the orientations of the transition dipole moments, r expresses the
influence of the biological environment on the depolarization of the fluorescence. To compute the
parallel and perpendicular polarizations, use is made of the angle bij between the initial transition
dipole moment from state j to state i and the one at a time t, as [79]

I‖ =
4

15}4c3

j−1∑
i=0

ω3
i jµi j

2
(
1 + 2 cos2 bi j

)
(5)

I⊥ =
4

15}4c3

∑ j−1

i=0
ω3

i jµi j
2
(
2− cos2 bi j

)
(6)

For DPH, the fluorescence occurs from S1 to S0 and the analysis is restricted to these two states.
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4. Conclusions

The (non) linear optical and fluorescence properties of the conjugated probe diphenylhexatriene
(DPH) were computed when embedded in three different membrane phases. Making use of
hybrid quantum mechanics/molecular mechanics (QM/MM) methodologies and reverting to a set of
uncorrelated snapshots selected from large scale molecular dynamics (MD) calculations, a localized
one photon absorption spectrum is obtained for DPH embedded in both DOPC (Ld) and DPPC (So)
membranes. On the other hand, when in SM/Chol the spectrum is broad, which can be rationalized by
dihedral changes observed in the higher localized parts of the DPH molecule, while for a minor part of
the snapshots a perpendicular orientation is seen with respect to the vertical z-axis of the membrane.
DPH shows that the So phase of DPPC is the dominant one when TPA cross sections and hyper-Ryleigh
scattering (HRS) are considered. Finally, the Lo phase of SM/Chol emerges when the decay of the
fluorescence anisotropy is considered. This study proves that the combination of (non) linear optical
and fluorescence methods can be profoundly used to recognize different membrane phases and
paves the way for a general use of DPH as a probe to discriminate between them. We encourage
experimentalists to test our findings and to use them in possible biomedical contexts in which aberrant
cell membranes might be the indication for cancerous disorders.
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Appendix A Calculation of the Conformational Abundance

The rotational barriers over the single and double bonds of DPH are displayed in Figure A1.
The plot was obtained by fixing a trans conformation while the respective dihedral angles are increased
in steps. In (a) and (b), the rotations over the single bonds 2-3 and 4-5 are plotted, while in (c) and (d)
the barriers over the double bonds 3-4 and 5-6 are given. Since the latter ones amount to more than
60 kcal/mol, the conformational flexibility of DPH in biological conditions can be attributed to the
rotations over the four single bonds of the molecule.

However, it could be a choice of the spectroscopist to employ the conformers which differ from the
all trans one by a rotation over the double bonds. In Figure A2, the different conformers are displayed
and in Table A1 the energy differences with respect to the all trans one is given; the molecules are
described by the “cis” (c, 30◦) or “trans” (t, 180◦) form of the dihedral angle over the respective double
bond. Apart from the ttt conformer, the tct and ctt conformers are the least energetic ones with energy
differences of 2.02 and 3.70 kcal/mol, respectively. The energy difference of more than 10 kcal/mol with
the ccc conformer is the largest.
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Figure A2. Different conformers of DPH.

Table A1. Energy difference between the conformers of DPH (see Figure A1) a.

Conformer ∆E

tct 2.02

ctt 3.70

cct 5.85

ctc 8.38

ccc 10.86
a Energy differences are calculated by means of B3LYP/cc-pVDZ and are given in kcal/mol relative to the ttt conformer.
For the conformers ctt, cct, ccc and ctc, the optimized dihedral angle dh1 amounts to 150◦; while for ttt and tct,
the potential energy surfaces are found to be minimal at 0◦.
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As in the case of ttt, rotation barriers over the single bonds in the other conformers of Table A1
can be investigated, too. In Figure A3, the rotations over the dh1 dihedral angle for ttt and ctt are
compared. The potential energy surfaces of cct, ccc and ctc are found to be identical to the one of ctt.
The energy barriers at 90◦ for the latter ones amount to 2.5 kcal/mol, while for ttt it reaches 5.8 kcal/mol.
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Figure A3. Ground state potential energy surface of the ctt and ttt conformers in which the dh1 dihedral
angle (1-2-3-4, see Figure 1) is rotated from 0◦ to 180◦ while the rest of the backbone is kept constant
(B3LYP/cc-pVDZ data). The trajectories of cct, ccc and ctc are identical to the one of ctt and are therefore
not depicted by a color code.

Making use of the energy differences, the conformational abundances can be calculated by means
of a Boltzmann thermostatistical analysis, employing Gibbs’ free energy differences, thermal enthalpy
and entropy corrections [37,80]. It can be noted that the B3LYP approach is known to provide harmonic
vibrational frequencies of quality comparable to the coupled cluster level and thus to deliver sound
partition functions in the analysis [81,82]. The results for a temperature window from 0 K to 500 K are
given in Figure A4. It is seen that at ambient temperatures the abundance of the most important minor
conformer does not exceed 6%. At a temperature as high as 470 K, 20% tct conformers might be found.
The other conformers are even less important.
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Appendix B

A list of the linear absorption properties for DPH embedded in the three lipid membrane layers is
given in Table A2. The S1 state is strongly allowed while the S2 and S3 are only weakly visible. For S3,
the Λ-overlap parameter is the smallest, but is still larger than the critical value of 0.4, which would
indicate a charge transfer character. Apart from minor contributions or rather limited changes,
the S1 and S2 excited states are HOMO to LUMO and HOMO to LUMO+1 excitations, respectively.
The HOMO-2 to LUMO transition contributes to the S3 for all three membranes. The depictions of the
orbitals are given in Figure A6.
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Table A2. Absorption properties for the first three excited states of the DPH probe embedded in the
different membranes. Oscillator strength is reported in parentheses; all energy values are in nm a.

DOPC Wavelength Λ Transition (%)

S1 336.8 (1.94) 0.83 H -> L (100 %)
S2 264.7 (0.01) 0.58 H -> L + 1 (90 %)

S3 257.0 (0.01) 0.46
H -> L + 2 (26 %)
H − 2 -> L (23 %)

H − 1 -> L + 3 (21 %)

DPPC Wavelength Λ Transition (%)

S1 345.6 (1.91) 0.80 H -> L (100 %)
S2 276.5 (0.02) 0.56 H -> L + 1 (85 %)

S3 270.3 (0.01) 0.47
H − 2 -> L (35 %)
H -> L + 3 (22 %)

SMCHOL Wavelength Λ Transition (%)

S1 337.2 (1.65) 0.79 H -> L (100 %)
S2 256.1 (0.03) 0.55 H -> L + 1 (90 %)

S3 266.7 (0.02) 0.49
H − 1 -> L (35 %)
H − 2 -> L (15 %)

H − 1 -> L + 3 (15 %)
a H and L denote the highest occupied and lowest unoccupied molecular orbitals, respectively. Λ denotes the
overlap parameter of Peach et al. [40].
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Appendix C

While for TPA (Table A3) and dynamic HRS (Table A4) the standard deviations (STD) are found in
the expected range of 15–20%, the values obtained for the static HRS signal amount to a value as high as
75%. Since HRS is related to the orientation of the long axis of the probe, the STDs might be explained
by the motions of the probes, which are hindered to a different extent in the different membrane
phases [41]. In DPPC (So), the STD is the lowest among the different membranes, because the probe
experiences a steric hindrance and a strongly limited rotation, while in the other two membranes
these motions are less restrained, which explains the observed higher variation. The opposite is
true for SM/Chol, for which the highest STDs are found. Furthermore, this is a manifestation of
the conformational changes which were found for DPH in this membrane through the MD dihedral
analysis reported in Section 2.1.
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Table A3. Average values and standard deviations (STD) for the simulated TPA (two photon absorption)
spectra (in GM units). The relative STD is given in parentheses.

TPA DOPC Aver STD (%)

S1 8.87 1.78 (20)

S2 131.3 33.62 (26)

S3 27.6 3.45 (12)

TPA DPPC Aver STD (%)

S1 61.1 8.94 (15)

S2 51.6 10.26 (20)

S3 48.8 11.74 (24)

TPA SM/Chol Aver STD (%)

S1 43.8 13.15 (30)

S2 51.6 9.49 (18)

S3 48.8 10.41 (21)

Table A4. Average values and standard deviations (STD) for the static and dynamic HRS signals (in
10−30 esu). The relative STD is given in parentheses.

HRS static. Aver STD (%)

DOPC 5.33 3.81 (70)

DPPC 17.7 5.85 (33)

SM/Chol 7.07 5.35 (75)

HRS 810 nm Aver STD (%)

DOPC 35.7 5.27 (15)

DPPC 128.7 18.5 (14)

SM/Chol 62.4 11.3 (18)

References

1. van Meer, G.; Voelker, D.R.; Feigenson, G.W. Membrane lipids: where they are and how they behave. Nat. Rev.
Mol. Cell Biol. 2008, 9, 112–124. [CrossRef] [PubMed]

2. Enkavi, G.; Javanainen, M.; Kulig, W.; Róg, T.; Vattulainen, I. Multiscale Simulations of Biological Membranes:
The Challenge To Understand Biological Phenomena in a Living Substance. Chem. Rev. 2019, 119, 5607–5774.
[CrossRef] [PubMed]

3. Risselada, H.J.; Grubmueller, H. How SNARE molecules mediate membrane fusion: Recent insights from
molecular simulations. Curr. Opin. Struct. Biol. 2012, 22, 187–196. [CrossRef] [PubMed]

4. Li, L.; So, L.; Spector, A. Membrane Cholesterol and Phospholipid in Consecutive Concentric Sections of
Human Lenses. J. Lipid Res. 1985, 26, 600–609. [PubMed]

5. Deliconstantinos, G. Physiological-Aspects of Membrane Lipid Fluidity in Malignancy. Anticancer Res. 1987,
7, 1011–1022. [PubMed]

6. Daefler, S.; Krueger, G.R.; Modder, B.; Deliconstantinos, G. Cell membrane fluidity in chronic lymphocytic
leukemia (CLL) lymphocytes and its relation to membrane receptor expression. J. Exp. Pathol. 1987, 3,
147–154.

7. Coughlin, M.F.; Bielenberg, D.R.; Lenormand, G.; Marinkovic, M.; Waghorne, C.G.; Zetter, B.R.; Fredberg, J.J.
Cytoskeletal stiffness, friction, and fluidity of cancer cell lines with different metastatic potential. Clin. Exp.
Metastasis 2013, 30, 237–250. [CrossRef]

http://dx.doi.org/10.1038/nrm2330
http://www.ncbi.nlm.nih.gov/pubmed/18216768
http://dx.doi.org/10.1021/acs.chemrev.8b00538
http://www.ncbi.nlm.nih.gov/pubmed/30859819
http://dx.doi.org/10.1016/j.sbi.2012.01.007
http://www.ncbi.nlm.nih.gov/pubmed/22365575
http://www.ncbi.nlm.nih.gov/pubmed/4020298
http://www.ncbi.nlm.nih.gov/pubmed/3324933
http://dx.doi.org/10.1007/s10585-012-9531-z


Molecules 2020, 25, 4264 17 of 20

8. Braig, S.; Schmidt, B.U.S.; Stoiber, K.; Haendel, C.; Moehn, T.; Werz, O.; Mueller, R.; Zahler, S.; Koeberle, A.;
Kaes, J.A.; et al. Pharmacological targeting of membrane rigidity: implications on cancer cell migration and
invasion. New J. Phys. 2015, 17, 083007. [CrossRef]

9. Haendel, C.; Schmidt, B.U.S.; Schiller, J.; Dietrich, U.; Moehn, T.; Kiessling, T.R.; Pawlizak, S.; Fritsch, A.W.;
Horn, L.-C.; Briest, S.; et al. Cell membrane softening in human breast and cervical cancer cells. New J. Phys.
2015, 17, 083008. [CrossRef]

10. Erazo-Oliveras, A.; Fuentes, N.R.; Wright, R.C.; Chapkin, R.S. Functional link between plasma membrane
spatiotemporal dynamics, cancer biology, and dietary membrane-altering agents. Cancer Metastasis Rev.
2018, 37, 519–544. [CrossRef]

11. Brown, D.A.; London, E. Functions of lipid rafts in biological membranes. Annu. Rev. Cell Dev. Biol. 1998, 14,
111–136. [CrossRef] [PubMed]

12. Sherbet, G. Membrane Fluidity and Cancer Metastasis. Exp. Cell Biol. 1989, 57, 198–205. [CrossRef] [PubMed]
13. Bloom, M. The physics of soft, natural materials. Phys. Can. 1992, 48, 7–16.
14. Iwagaki, H.; Marutaka, M.; Nezu, M.; Suguri, T.; Tanaka, N.; Orita, K. Cell-Membrane Fluidity in K562 Cells

and Its Relation to Receptor Expression. Res. Commun. Mol. Pathol. Pharmacol. 1994, 85, 141–149. [PubMed]
15. Taraboletti, G.; Perin, L.; Bottazzi, B.; Mantovani, A.; Giavazzi, R.; Salmona, M. Membrane Fluidity Affects

Tumor-Cell Motility, Invasion and Lung-Colonizing Potential. Int. J. Cancer 1989, 44, 707–713. [CrossRef]
16. Nakazawa, I.; Iwaizumi, M. A Role of the Cancer Cell-Membrane Fluidity in the Cancer Metastases. Tohoku J.

Exp. Med. 1989, 157, 193–198. [CrossRef]
17. Zalba, S.; ten Hagen, T.L.M. Cell membrane modulation as adjuvant in cancer therapy. Cancer Treat. Rev.

2017, 52, 48–57. [CrossRef]
18. Islam, S.R.; Manna, S.K. Lipidomic Analysis of Cancer Cell and Tumor Tissues. In Cancer Metabolism;

Haznadar, M., Ed.; Methods in Molecular Biology; Springer: New York, NY, USA, 2019; Volume 1928,
pp. 175–204. ISBN 978-1-4939-9026-9.

19. Gasecka, A.; Han, T.-J.; Favard, C.; Cho, B.R.; Brasselet, S. Quantitative Imaging of Molecular Order in Lipid
Membranes Using Two-Photon Fluorescence Polarimetry. Biophys. J. 2009, 97, 2854–2862. [CrossRef]

20. Gaus, K.; Zech, T.; Harder, T. Visualizing membrane microdomains by Laurdan 2-photon microscopy
(Review). Mol. Membr. Biol. 2006, 23, 41–48. [CrossRef] [PubMed]

21. Margineanu, A.; Hotta, J.; Van der Auweraer, M.; Ameloot, M.; Stefan, A.; Beljonne, D.; Engelborghs, Y.;
Herrmann, A.; Müllen, K.; De Schryver, F.C.; et al. Visualization of Membrane Rafts Using a Perylene
Monoimide Derivative and Fluorescence Lifetime Imaging. Biophys. J. 2007, 93, 2877–2891. [CrossRef]

22. Parmryd, I.; Önfelt, B. Consequences of membrane topography. FEBS J. 2013, 280, 2775–2784. [CrossRef]
[PubMed]

23. Simons, K.; Sampaio, J.L. Membrane Organization and Lipid Rafts. Cold Spring Harb. Perspect. Biol. 2011,
3, a004697. [CrossRef] [PubMed]

24. Simons, K.; Vaz, W.L.C. Model systems, lipid rafts, and cell membranes. Annu. Rev. Biophys. Biomol. Struct.
2004, 33, 269–295. [CrossRef] [PubMed]

25. Sanchez, S.; Tricerri, M.A.; Gunther, G.; Gratton, E. Laurdan generalized polarization: From cuvette to
microscope. In Modern Research and Educational Topics in Microscopy; Formatex Research Center: Badajoz,
Spain, 2007; pp. 1007–1014.

26. Okur, H.I.; Tarun, O.B.; Roke, S. Chemistry of Lipid Membranes from Models to Living Systems: A Perspective
of Hydration, Surface Potential, Curvature, Confinement and Heterogeneity. J. Am. Chem. Soc. 2019, 141,
12168–12181. [CrossRef]

27. Filipe, H.A.L.; Moreno, M.J.; Loura, L.M.S. The Secret Lives of Fluorescent Membrane Probes as Revealed by
Molecular Dynamics Simulations. Molecules 2020, 25, 3424. [CrossRef] [PubMed]

28. Murugan, N.A.; Apostolov, R.; Rinkevicius, Z.; Kongsted, J.; Lindahl, E.; Agren, H. Association Dynamics
and Linear and Nonlinear Optical Properties of an N-Acetylaladanamide Probe in a POPC Membrane. J. Am.
Chem. Soc. 2013, 135, 13590–13597. [CrossRef]

29. Osella, S.; Murugan, N.A.; Jena, N.K.; Knippenberg, S. Investigation into Biological Environments through
(Non)linear Optics: A Multiscale Study of Laurdan Derivatives. J. Chem. Theory Comput. 2016, 12, 6169–6181.
[CrossRef]

30. Osella, S.; Knippenberg, S. Triggering On/Off States of Photoswitchable Probes in Biological Environments.
J. Am. Chem. Soc. 2017, 4418–4428. [CrossRef]

http://dx.doi.org/10.1088/1367-2630/17/8/083007
http://dx.doi.org/10.1088/1367-2630/17/8/083008
http://dx.doi.org/10.1007/s10555-018-9733-1
http://dx.doi.org/10.1146/annurev.cellbio.14.1.111
http://www.ncbi.nlm.nih.gov/pubmed/9891780
http://dx.doi.org/10.1159/000163526
http://www.ncbi.nlm.nih.gov/pubmed/2689252
http://www.ncbi.nlm.nih.gov/pubmed/7994558
http://dx.doi.org/10.1002/ijc.2910440426
http://dx.doi.org/10.1620/tjem.157.193
http://dx.doi.org/10.1016/j.ctrv.2016.10.008
http://dx.doi.org/10.1016/j.bpj.2009.08.052
http://dx.doi.org/10.1080/09687860500466857
http://www.ncbi.nlm.nih.gov/pubmed/16611579
http://dx.doi.org/10.1529/biophysj.106.100743
http://dx.doi.org/10.1111/febs.12209
http://www.ncbi.nlm.nih.gov/pubmed/23438106
http://dx.doi.org/10.1101/cshperspect.a004697
http://www.ncbi.nlm.nih.gov/pubmed/21628426
http://dx.doi.org/10.1146/annurev.biophys.32.110601.141803
http://www.ncbi.nlm.nih.gov/pubmed/15139814
http://dx.doi.org/10.1021/jacs.9b02820
http://dx.doi.org/10.3390/molecules25153424
http://www.ncbi.nlm.nih.gov/pubmed/32731549
http://dx.doi.org/10.1021/ja407326n
http://dx.doi.org/10.1021/acs.jctc.6b00906
http://dx.doi.org/10.1021/jacs.6b13024


Molecules 2020, 25, 4264 18 of 20

31. Osella, S.; Di Meo, F.; Murugan, N.A.; Fabre, G.; Ameloot, M.; Trouillas, P.; Knippenberg, S. Combining
(Non)linear Optical and Fluorescence Analysis of DiD To Enhance Lipid Phase Recognition. J. Chem. Theory
Comput. 2018, 14, 5350–5359. [CrossRef]

32. Paloncýová, M.; Aniander, G.; Larsson, E.; Knippenberg, S. Cyanine dyes with tail length asymmetry enhance
photoselection: A multiscale study on DiD probes in a liquid disordered membrane. Spectrochim. Acta Part A
Mol. Biomol. Spectrosc. 2020, 224, 117329. [CrossRef]

33. Osella, S.; Knippenberg, S. Laurdan as a Molecular Rotor in Biological Environments. ACS Appl. Bio Mater.
2019, 2, 5769–5778. [CrossRef]

34. Knippenberg, S.; Osella, S. Push/Pull Effect as Driving Force for Different Optical Responses of Azobenzene
in a Biological Environment. J. Phys. Chem. C 2020, 124, 8310–8322. [CrossRef]

35. Allen, M.J.; Tozer, D.J. Helium dimer dispersion forces and correlation potentials in density functional theory.
J. Chem. Phys. 2002, 117, 11113–11120. [CrossRef]

36. Grimme, S. Accurate description of van der Waals complexes by density functional theory including empirical
corrections. J. Comput. Chem. 2004, 25, 1463–1473. [CrossRef]

37. Morini, F.; Knippenberg, S.; Deleuze, M.S.; Hajgato, B. Quantum Chemical Study of Conformational
Fingerprints in the Photoelectron Spectra and (e, 2e) Electron Momentum Distributions of n-Hexane. J. Phys.
Chem. A 2010, 114, 4400–4417. [CrossRef]

38. Saltiel, J.; Klima, R.; van de Burgt, L.J.; Wang, S.; Dmitrenko, O. Temperature Dependence of the
1,6-Diphenyl-1,3,5-hexatriene Triplet Lifetime in Solution and Theoretical Evaluation of Triplet Conformer
Interconversion. J. Phys. Chem. B 2010, 114, 14480–14486. [CrossRef]

39. Paloncyova, M.; Ameloot, M.; Knippenberg, S. Orientational distribution of DPH in lipid membranes:
A comparison of molecular dynamics calculations and experimental time-resolved anisotropy experiments.
Phys. Chem. Chem. Phys. 2019, 21, 7594–7604. [CrossRef]

40. Peach, M.J.G.; Benfield, P.; Helgaker, T.; Tozer, D.J. Excitation energies in density functional theory:
An evaluation and a diagnostic test. J. Chem. Phys. 2008, 128, 044118. [CrossRef]

41. Knippenberg, S.; Fabre, G.; Osella, S.; Di Meo, F.; Paloncyova, M.; Ameloot, M.; Trouillas, P. Atomistic Picture
of Fluorescent Probes with Hydrocarbon Tails in Lipid Bilayer Membranes: An Investigation of Selective
Affinities and Fluorescent Anisotropies in Different Environmental Phases. Langmuir 2018, 34, 9072–9084.
[CrossRef]

42. Falkovich, S.G.; Martinez-Seara, H.; Nesterenko, A.M.; Vattulainen, I.; Gurtovenko, A.A. What Can We Learn
about Cholesterol’s Transmembrane Distribution Based on Cholesterol-Induced Changes in Membrane
Dipole Potential? J. Phys. Chem. Lett. 2016, 7, 4585–4590. [CrossRef]

43. Gurtovenko, A.A.; Vattulainen, I. Calculation of the electrostatic potential of lipid bilayers from molecular
dynamics simulations: Methodological issues. J. Chem. Phys. 2009, 130, 215107. [CrossRef] [PubMed]

44. Slenders, E.; Seneca, S.; Pramanik, S.K.; Smisdom, N.; Adriaensens, P.; vandeVen, M.; Ethirajan, A.;
Ameloot, M. Dynamics of the phospholipid shell of microbubbles: a fluorescence photoselection and spectral
phasor approach. Chem. Commun. 2018, 54, 4854–4857. [CrossRef] [PubMed]

45. Bacalum, M.; Wang, L.; Boodts, S.; Yuan, P.; Leen, V.; Smisdom, N.; Fron, E.; Knippenberg, S.; Fabre, G.;
Trouillas, P.; et al. A Blue-Light-Emitting BODIPY Probe for Lipid Membranes. Langmuir 2016, 32, 3495–3505.
[CrossRef]

46. Campbell, K.R.; Chaudhary, R.; Handel, J.M.; Patankar, M.S.; Campagnola, P.J. Polarization-resolved second
harmonic generation imaging of human ovarian cancer. J. Biomed. Opt. 2018, 23, 066501. [CrossRef]

47. Cox, G.; Moreno, N.; Feijo, J. Second-harmonic imaging of plant polysaccharides. J. Biomed. Opt. 2005,
10, 024013. [CrossRef]

48. Slenders, E.; Bové, H.; Urbain, M.; Mugnier, Y.; Sonay, A.Y.; Pantazis, P.; Bonacina, L.; Vanden Berghe, P.;
vandeVen, M.; Ameloot, M. Image Correlation Spectroscopy with Second Harmonic Generating Nanoparticles
in Suspension and in Cells. J. Phys. Chem. Lett. 2018, 9, 6112–6118. [CrossRef]

49. Diaspro, A. Optical Fluorescence Microscopy: From the Spectral to the Nano Dimension; Springer Science &
Business Media: Berlin/Heidelberg, Germany, 2010; ISBN 978-3-642-15175-0.

50. Bouquiaux, C.; Tonnele, C.; Castet, F.; Champagne, B. Second-Order Nonlinear Optical Properties of an
Amphiphilic Dye Embedded in a Lipid Bilayer. A Combined Molecular Dynamics-Quantum Chemistry
Study. J. Phys. Chem. B 2020, 124, 2101–2109. [CrossRef] [PubMed]

http://dx.doi.org/10.1021/acs.jctc.8b00553
http://dx.doi.org/10.1016/j.saa.2019.117329
http://dx.doi.org/10.1021/acsabm.9b00789
http://dx.doi.org/10.1021/acs.jpcc.9b11391
http://dx.doi.org/10.1063/1.1522715
http://dx.doi.org/10.1002/jcc.20078
http://dx.doi.org/10.1021/jp9116358
http://dx.doi.org/10.1021/jp101754h
http://dx.doi.org/10.1039/C8CP07754A
http://dx.doi.org/10.1063/1.2831900
http://dx.doi.org/10.1021/acs.langmuir.8b01164
http://dx.doi.org/10.1021/acs.jpclett.6b02123
http://dx.doi.org/10.1063/1.3148885
http://www.ncbi.nlm.nih.gov/pubmed/19508106
http://dx.doi.org/10.1039/C8CC01012A
http://www.ncbi.nlm.nih.gov/pubmed/29697108
http://dx.doi.org/10.1021/acs.langmuir.6b00478
http://dx.doi.org/10.1117/1.JBO.23.6.066501
http://dx.doi.org/10.1117/1.1896005
http://dx.doi.org/10.1021/acs.jpclett.8b02686
http://dx.doi.org/10.1021/acs.jpcb.9b10988
http://www.ncbi.nlm.nih.gov/pubmed/32105079


Molecules 2020, 25, 4264 19 of 20

51. Watanabe, N.; Goto, Y.; Suga, K.; Nyholm, T.K.M.; Slotte, J.P.; Umakoshi, H. Solvatochromic Modeling of
Laurdan for Multiple Polarity Analysis of Dihydrosphingomyelin Bilayer. Biophys. J. 2019, 116, 874–883.
[CrossRef]

52. Yefimova, S.L.; Tkacheva, T.N.; Kasian, N.A. Study of the Combined Effect of Ibuprofen and Cholesterol on
the Microviscosity and Ordering of Model Lipid Membranes by Timeresolved Measurement of Fluorescence
Anisotropy Decay. J. Appl. Spectrosc. 2017, 84, 284–290. [CrossRef]

53. Mize, H.E.; Blanchard, G.J. Interface-mediation of lipid bilayer organization and dynamics. Phys. Chem.
Chem. Phys. 2016, 18, 16977–16985. [CrossRef]

54. Setiawan, I.; Blanchard, G.J. Structural Disruption of Phospholipid Bilayers over a Range of Length Scales by
n-Butanol. J. Phys. Chem. B 2014, 118, 3085–3093. [CrossRef] [PubMed]

55. Swain, J.; Borkar, S.R.; Aidhen, I.S.; Mishra, A.K. A molecular level understanding of interaction between
FTY720 (Fingolimod hydrochloride) and DMPC multilamellar vesicles. RSC Adv. 2014, 4, 17347–17353.
[CrossRef]

56. Vequi-Suplicy, C.C.; Lamy, M.T.; Marquezin, C.A. The New Fluorescent Membrane Probe Ahba: A Comparative
Study with the Largely Used Laurdan. J. Fluoresc. 2013, 23, 479–486. [CrossRef] [PubMed]

57. Montaldi, L.R.; Berardi, M.; Souza, E.S.; Juliano, L.; Ito, A.S. End-to-end Distance Distribution in Fluorescent
Derivatives of Bradykinin in Interaction with Lipid Vesicles. J. Fluoresc. 2012, 22, 1151–1158. [CrossRef]
[PubMed]

58. Dunning, T. Gaussian-Basis Sets for Use in Correlated Molecular Calculations .1. the Atoms Boron Through
Neon and Hydrogen. J. Chem. Phys. 1989, 90, 1007–1023. [CrossRef]

59. Shao, Y.; Gan, Z.; Epifanovsky, E.; Gilbert, A.T.B.; Wormit, M.; Kussmann, J.; Lange, A.W.; Behn, A.; Deng, J.;
Feng, X.; et al. Advances in molecular quantum chemistry contained in the Q-Chem 4 program package.
Mol. Phys. 2015, 113, 184–215. [CrossRef]

60. Osella, S.; Smisdom, N.; Ameloot, M.; Knippenberg, S. Conformational Changes as Driving Force for Phase
Recognition: The Case of Laurdan. Langmuir 2019, 35, 11471–11481. [CrossRef]

61. Yanai, T.; Tew, D.P.; Handy, N.C. A new hybrid exchange-correlation functional using the Coulomb-attenuating
method (CAM-B3LYP). Chem. Phys. Lett. 2004, 393, 51–57. [CrossRef]

62. Chiu, S.-W.; Pandit, S.A.; Scott, H.L.; Jakobsson, E. An Improved United Atom Force Field for Simulation of
Mixed Lipid Bilayers. J. Phys. Chem. B 2009, 113, 2748–2763. [CrossRef]

63. Pandit, S.A.; Chiu, S.-W.; Jakobsson, E.; Grama, A.; Scott, H.L. Cholesterol packing around lipids with
saturated and unsaturated chains: a simulation study. Langmuir 2008, 24, 6858–6865. [CrossRef]

64. Pandit, S.A.; Chiu, S.-W.; Jakobsson, E.; Grama, A.; Scott, H.L. Cholesterol surrogates: a comparison of
cholesterol and 16:0 ceramide in POPC bilayers. Biophys. J. 2007, 92, 920–927. [CrossRef] [PubMed]

65. O’Boyle, N.M.; Banck, M.; James, C.A.; Morley, C.; Vandermeersch, T.; Hutchison, G.R. Open Babel: An open
chemical toolbox. J. Cheminform. 2011, 3, 33. [CrossRef] [PubMed]

66. The Open Babel Package, version 2.3.1. Available online: http://openbabel.org (accessed on 17 July 2020).
67. Aidas, K.; Angeli, C.; Bak, K.L.; Bakken, V.; Bast, R.; Boman, L.; Christiansen, O.; Cimiraglia, R.; Coriani, S.;

Dahle, P.; et al. The Dalton quantum chemistry program system. Wiley Interdiscip. Rev. Comput. Mol. Sci.
2014, 4, 269–284. [CrossRef]

68. Dalton, a Molecular Electronic Structure Program, Release Dalton2016 (2015). Available online: http:
//daltonprogram.org (accessed on 17 July 2020).

69. Herzberg, G. Molecular Spectra and Molecular Structure I. Spectra of Diatomic Molecules; Krieger: Malabar,
Florida, 1989.

70. Sundholm, D.; Rizzo, A.; Jorgensen, P. Multiconfiguration Self-Consistent-Field Quadratic Response
Calculations. J. Chem. Phys. 1994, 101, 4931–4935. [CrossRef]

71. Hu, Z.; Autschbach, J.; Jensen, L. Simulation of resonance hyper-Rayleigh scattering of molecules and metal
clusters using a time-dependent density functional theory approach. J. Chem. Phys. 2014, 141, 124305.
[CrossRef] [PubMed]

72. Glauber, R.J.; Lewenstein, M. Quantum optics of dielectric media. Phys. Rev. A 1991, 43, 467–491. [CrossRef]
73. Dols-Perez, A.; Gramse, G.; Calo, A.; Gomila, G.; Fumagalli, L. Nanoscale electric polarizability of ultrathin

biolayers on insulating substrates by electrostatic force microscopy. Nanoscale 2015, 7, 18327–18336. [CrossRef]

http://dx.doi.org/10.1016/j.bpj.2019.01.030
http://dx.doi.org/10.1007/s10812-017-0465-8
http://dx.doi.org/10.1039/C6CP02915A
http://dx.doi.org/10.1021/jp500454z
http://www.ncbi.nlm.nih.gov/pubmed/24571731
http://dx.doi.org/10.1039/C4RA02404D
http://dx.doi.org/10.1007/s10895-013-1172-3
http://www.ncbi.nlm.nih.gov/pubmed/23397490
http://dx.doi.org/10.1007/s10895-012-1054-0
http://www.ncbi.nlm.nih.gov/pubmed/22488046
http://dx.doi.org/10.1063/1.456153
http://dx.doi.org/10.1080/00268976.2014.952696
http://dx.doi.org/10.1021/acs.langmuir.9b01840
http://dx.doi.org/10.1016/j.cplett.2004.06.011
http://dx.doi.org/10.1021/jp807056c
http://dx.doi.org/10.1021/la8004135
http://dx.doi.org/10.1529/biophysj.106.095034
http://www.ncbi.nlm.nih.gov/pubmed/17071659
http://dx.doi.org/10.1186/1758-2946-3-33
http://www.ncbi.nlm.nih.gov/pubmed/21982300
http://openbabel.org
http://dx.doi.org/10.1002/wcms.1172
http://daltonprogram.org
http://daltonprogram.org
http://dx.doi.org/10.1063/1.467415
http://dx.doi.org/10.1063/1.4895971
http://www.ncbi.nlm.nih.gov/pubmed/25273435
http://dx.doi.org/10.1103/PhysRevA.43.467
http://dx.doi.org/10.1039/C5NR04983K


Molecules 2020, 25, 4264 20 of 20

74. Gramse, G.; Dols-Perez, A.; Edwards, M.A.; Fumagalli, L.; Gomila, G. Nanoscale Measurement of the
Dielectric Constant of Supported Lipid Bilayers in Aqueous Solutions with Electrostatic Force Microscopy.
Biophys. J. 2013, 104, 1257–1262. [CrossRef]

75. Devanathan, S.; Salamon, Z.; Lindblom, G.; Grobner, G.; Tollin, G. Effects of sphingomyelin, cholesterol and
zinc ions on the binding, insertion and aggregation of the amyloid A beta(1-40) peptide in solid-supported
lipid bilayers. FEBS J. 2006, 273, 1389–1402. [CrossRef]

76. Kooyman, R.; Vos, M.; Levine, Y. Determination of Orientational Order Parameters in Oriented Lipid-
Membrane Systems by Angle-Resolved Fluorescence Depolarization Experiments. Chem. Phys. 1983, 81,
461–472. [CrossRef]

77. Zannoni, C.; Arcioni, A.; Cavatorta, P. Fluorescence Depolarization in Liquid-Crystals and Membrane
Bilayers. Chem. Phys. Lipids 1983, 32, 179–250. [CrossRef]

78. Ameloot, M.; vandeVen, M.; Acuña, A.U.; Valeur, B. Fluorescence anisotropy measurements in solution:
Methods and reference materials (IUPAC Technical Report). Pure Appl. Chem. 2013, 85, 589–608. [CrossRef]

79. Cusati, T.; Granucci, G.; Persico, M. Photodynamics and Time-Resolved Fluorescence of Azobenzene in
Solution: A Mixed Quantum-Classical Simulation. J. Am. Chem. Soc. 2011, 133, 5109–5123. [CrossRef]
[PubMed]

80. Huang, Y.R.; Knippenberg, S.; Hajgato, B.; Francois, J.-P.; Deng, J.K.; Deleuze, M.S. Imaging momentum
orbital densities of conformationally versatile molecules: A benchmark theoretical study of the molecular
and electronic structures of dimethoxymethane. J. Phys. Chem. A 2007, 111, 5879–5897. [CrossRef]

81. Martin, J.M.L. Basis set convergence and performance of density functional theory including exact exchange
contributions for geometries and harmonic frequencies. Mol. Phys. 1995, 86, 1437–1450. [CrossRef]

82. Martin, J.; Elyazal, J.; Francois, J. Structure and Vibrational-Spectra of Carbon Clusters C-N (n=2-10, 12, 14,
16, 18) Using Density-Functional Theory Including Exact Exchange Contributions. Chem. Phys. Lett. 1995,
242, 570–579. [CrossRef]

Sample Availability: Samples of the compounds are not available from the authors.

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/j.bpj.2013.02.011
http://dx.doi.org/10.1111/j.1742-4658.2006.05162.x
http://dx.doi.org/10.1016/0301-0104(83)85337-3
http://dx.doi.org/10.1016/0009-3084(83)90037-3
http://dx.doi.org/10.1351/PAC-REP-11-11-12
http://dx.doi.org/10.1021/ja1113529
http://www.ncbi.nlm.nih.gov/pubmed/21401136
http://dx.doi.org/10.1021/jp0719964
http://dx.doi.org/10.1080/00268979500102841
http://dx.doi.org/10.1016/0009-2614(95)00801-A
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results and Discussion 
	QM and MD Dihedral Analyses 
	One Photon Absorption 
	Non-Linear Optical Properties 
	Two Photon Absorption 
	Hyper-Rayleigh Scattering 

	Fluorescence Properties 

	Materials and Methods 
	Conclusions 
	Calculation of the Conformational Abundance 
	
	
	References

